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Background/Aims: Papillary thyroid cancer (PTC) is the most common histotype of Thyroid cancer (TC). Here, we detected the differentially expressed lncRNAs in tumor tissues and non-tumor tissues of PTC patients by lncRNA microarrays, and explored the function and molecular mechanisms of lncRNAs in the pathogenesis of PTC using a PTC cell line. Methods: CCK-8 assay, colony formation assay and EdU assay were used to detect the cell viability. Flow Cytometry was used to detect the cell cycle and apoptosis. Transwell and scratch assay were used to detect the cell motility. Results: CCK-8 assay, colony formation assay and EdU assay revealed that lncRNAs (ENST00000537266 and ENST00000426615) could inhibit cell increased in G1 phase and decreased in S phase and G2 phase in Si-266 transfected TPC-1 cells. In addition, a noteworthy increase of cell proportion in G1 phase accompanied by a decrease in S phase and unchanged G2 phase in Si-615 transfected TPC-1 cells were also observed. Meanwhile, transwell and scratch assay showed that ENST00000426615 could inhibit the cell motility while ENST00000537266 could not. Conclusion: Our results showed that lncRNAs (ENST00000426615 and ENST00000537266) might be important regulators of PTC cell proliferation and motility, which might provide new insight into the understanding of PTC pathogenesis.
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Thyroid cancer (TC) is the most prevalent endocrine malignancy in the world, and its incidence has increased steadily over the past decades [1] . Papillary thyroid cancer (PTC), which is named after their histopathological structure, is the most common histotype of TC in women [3] . The treatment of PTC includes surgery, thyroid hormone, isotope therapy and radioiodine therapy. Although most of the PTC patients have good prognosis and long-term survival [4], it is still very hard to determine pathogenesis.
It is widely accepted that both genetic and environmental factors are important contributors to PTC, but the role of etiology is still not well elucidated [5] . Up to date, mitogenactivated protein kinase (MAPK) signaling pathway related genes including BRAF, RAS, RET TERT and FoxP3, were also reported to be involved with PTC [7] [8] [9] . In addition, microRNAs [10] [11] [12] .
It is well known that long noncoding RNAs (lncRNAs) are more than 200 nucleotides in length and unable to be translated into proteins. Recently, increasing studies showed that lncRNAs, similar to miRNAs, played important roles in the development and progression of various cancer types [13] [14] [15] . Moreover, lncRNAs have been considered as biomarkers for regulators of PTC. For instance, BRAF-activated lncRNA (BANCR) could increase PTC cell proliferation and activate autophagy [19] . And Papillary thyroid carcinoma susceptibility candidate 3 (PTCSC3) is a tumor suppressor [20] . However, the role of lncRNAs in PTC is less studied when compared with other cancers.
The aims of the present study were to detect the differentially expressed lncRNAs in tumor tissues and non-tumor tissues of PTC patients by lncRNA microarrays, and to explore the function and molecular mechanisms of lncRNAs in the pathogenesis of PTC.
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were performed independently three times using triplicate wells.
Scratch wound assay
Scratch wound assay was carried out by measuring the area of the wounded surface at different time in normal tissues, with 325 lncRNAs up-regulated and 452 lncRNAs down-regulated (data not shown). noteworthy increase of cell proportion in G1 phase accompanied by a decrease in S phase 3D). proliferation by an increase in cells in G1 phase and a decrease in cells in S phase. As many cancers including skin and breast cancers have been prevented from proliferating by the arrest of G1 phase [30, 31] , the cure for PTC might be focused on the G1 phase of the cell cycle.
In addition, a growing number of studies have demonstrated that lncRNAs could impact motility by two assays (Transwell and Scratch assay), which was similar to conditions found in detection of cell motility. Two chamber transwell assay is prone to the analysis of chemotactic migration, while scratch assays can be used to study the collective and directional movement a potential biomarker of PTC prognosis.
potential biomarkers due to their overexpression in PTC and functional roles in TPC-1 cells. Although the direct lncRNAs-related therapeutic has not yet been carried out, our research might provide a good basis for the knowledge of PTC.
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